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metabolic and gene regulation network model in C. acetobutylicum
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Equations and calculations for fermentations of butyric acid bacteria
1984 in Biotechnology and bioengineering
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Kinetic modeling and sensitivity analysis of acetone-butanol-ethanol production
2007 in Journal of biotechnology
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A systems biology approach to investigate the effect ol pH-induced gene regulation
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COSM'C I ._).').¥_)._)"). A shift in the dominant phenotype governs
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Not in biomodels database
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Modeling the cell division..

John ] Tyson, 1991
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Modeling the cell division...

brehensive model of M-phase control in Xenopus oocyte

<

|

Bela Novak and John ] Tyson, 1993
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Modeling the cell division... N - 5
Quantitative analysis of a molecular model of mitotic control in Fission yeast ——————
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John J Tyson, 1991

Bela Novak and John ] Tyson, 1993
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Modeling the cell division... - - -
Quantitative analysis of a molecular model of mitotic control in Fission yeast —_______—

Cyclin

Modeling the control of DNA replication in fission yeast

(e}

John J Tyson, 1991

Bela Novak and John ] Tyson, 1993

Bela Novak and John ] Tyson, 1997
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Biochemical Model Version Control System

O ® compares models encoded in standadised
®. @ formats (currently: S8ML and ¢aiM)

® maps hierarchically structured content

® constructs a diff (in XML format)

mapping ® s able to interprete this diff
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BiVeS identifies differences
in versions of computational models
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models change over time
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COMBINE 2015: October 12-16 in Salt Lake City

ciembli

[

the computational modeling in biology network

o Day 1: invited talks by Fred Adler, Mike Hucka, Richard Normann, Sharon
Crook, Miriah Meyer, Huaiyu Mi, Tara Deans, and Anil Wipat
@ Days 2-5: contributed talks and discussions.

COMBINE 2015 October 12-16
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Provenance for models of biological systems

Woche
1 2 3 4 5 6 7 8 9 10

Setup / Aligning Visions

Learning & evaluating tools/workflows _

Identifying research gap
Doing a Case Study _
Developing a concept and a schedule
Start writing a proposal —
Planning future
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Workflows

Engineering

Bookmaking
Proposal

Linked Data

3 Project
B Managment
< Coordination
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Research Object Combine Archive
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Means to transfer simulation studies
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ZIP Docker VBox CombineArchive ResearchObject

Fancy lcon?  x v v v v
Aspect2 X X ~ ~ v
Aspect3 X ~ X v ~
Aspect4  x ~ X Vv v
Aspect5 7 ? ? ?
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00000 [e'ete

Query database
for annotations, persons,
simulation descriptions

Retrieve i
API C i i about models, simulations,
enrich your studies RESULTS figures, documentation

with simulation results

—
———
— cxrorx TR
c—

Export simulation study
as COMBINE archive

Download archive
and open the study
with your favourite
simulation tool

Open archive in CAT
to modify its contents and
to share it with others

CombineArchiveWeb

esalcat rovek clbets tstart) fovox) [erete]

Simulate a Study
with just a single click Share Workspace

Extracting reproducible simulation studies from model repositories using the CombineArchive Toolkit.
Scharm et. al., DM4LS @ BTW 2015, Hamburg, GER
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graphics taken from openclipart.org
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A call for virtual experiments: Accelerating the scientific process. o 1977

o Ao ¢ Enesnson 208 s 2002 Ell condarenka 2004 Apice
Cooper et. al., Progress in biophysics and molecular biology (2014). 8 Carro 2011 En

o Encaroi ep N Courtmanche sé

The Cardiac Electrophysiology Web Lab.
Cooper et. al, submitied to Circulation: Arthythmia and Electrophysiology

Hover or click toggle legend to show all

Evolution of Computational Models | Martin Scharm


http://www.sbi.uni-rostock.de/team/single/martin-scharm/

Universitét (

Functional Curation Project
Rostock

The WebLab

WA ’ Traditio et Innovatio

Ad sponsored by Jonathan Cooper

Workshop on the Web Lab

10th & 11th September 2015

Department of Computer Science, University of Oxford
http://s.binfalse.de/fcworkshop
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